Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.008 Å; R factor = 0.075; wR factor = 0.202; data-to-parameter ratio = 11.9.
In the title compound, C 14 H 10 N 2 O, all non-H atoms are essentially coplanar (r.m.s. deviation = 0.013 Å ). The crystal structure is stabilized bystacking interactions [centroidcentroid distance = 3.506 (3) Å ].
Related literature
For the use of rigid ligands in the formation of metal-organic coordination polymers, see: Chen et al. (2006) ; Yang et al. (Chen et al., 2006) . However, the crystal structure of 9,10-dihydro-7Hbenzo[de]imidazo[2,1-a]-isoquinolin-7-one have not been reported so far. We report herein the synthesize and the crystal structure of (I). In the title molecule , C 14 H 10 N 2 O, all non-H atoms are essentially coplanar (r.m.s. 0.013 Å). The crystal structure is stabilized by π-π stacking interactions (centroid -centroid distance 3.506 (3)Å, Cg =C4/C5/C6/C7/C8/C9 ;
Experimental
White prism-shaped single crystals of 9,10-dihydro-7H-benzo[de]imidazo[2,1-a]-isoquinolin-7-one were initially obtained from the hydrothermal reaction of Naphthalene-1,8-dicarboxylic anhydride (0.3 g), ethylenediamine (5 ml) and H 2 O (10 ml) using Teflon lined bomb at 160°C for 5 days and then cooled to room temperature. A few single crystals suitable for X-ray diffraction analysis were obtained.
Refinement
Constraint instruction ′DELU 0.01 C14 N2′ was used in the refinement. The final difference map shows that the highest peak is 0.27 e/Å 3 at 1.55 Å from O(1), while the deepest hole is -0.33 e/Å 3 at 0.16 Å from H(13B). H atoms were placed in geometrically calculated positions with C-H distances in the range 0.93-0.97Å and were refined using a riding model, with U iso (H)=1.2U eq (C). Friedel pairs (715) were merged. The molecular structure of the title compound. Displacement ellipsoids are drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

9,10-Dihydro-7H-benzo[de]imidazo[2,1-a]isoquinolin-7-one
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.8099 (9) 0.5958 ( 
